
Page 1 of 7 

:D 040301 



FEB 2 0 2002 



OIPE 



RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/963,521 

Input Set : A:\23282413 ,app 

Output Set: N:\CRF3\12192001\I963521.raw 



TECH CENTER 1600/2900 

DATE: 12/20/2001 
TIME: 09:24:45 . 



T 



3 <110> APPLICANT: ZIEGLER, PETRA 

4 EGGELING, LOTHAR 

5 SAHM, HERMANN 

7 <120> TITLE OF INVENTION: NEW NUCLEOTIDE SEQUENCES CODING FOR THE THRE GENE 

8 AND PROCESS FOR THE ENZYMATIC PRODUCTION OF 

9 L- THREONINE USING CORYNEFORM BACTERIA 
11 <130>-FILE REFERENCE: 2112 3/2 824 13/MAS 

13 <140> CURRENT APPLICATION NUMBER: 09/963,521 

14 <141> CURRENT FILING DATE: 2001-09-27 

16 <150> PRIOR APPLICATION NUMBER: 09/431,099 

17 <151> PRIOR FILING DATE: 1999-11-01 

19 <150> PRIOR APPLICATION NUMBER: DE 199 41 478.5 

20 <151> PRIOR FILING DATE: 1999-09-01 
22 <160> NUMBER OF SEQ ID NOS : 10 

24 <170> SOFTWARE: Patentin Ver . 2.1 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 2817 

28 <212> TYPE: DNA 

2 9 <213> ORGANISM: Corynebacterium glutamicum 

31 <220> FEATURE: 

32 <221> NAME/KEY: CDS 

33 <222> LOCATION: ( 3 98 ) . . ( 1864 ) 

34 <223> OTHER INFORMATION: thrE-Gen 

36 <400> SEQUENCE: 1 

37 aatgaaataa tcccctcacc aactggcgac attcaaacac cgtttcattt ccaaacatcg 60 
39 agccaaggga aaagaaagcc cctaagcccc gtgttattaa atggagactc tttggagacc 120 
41 tcaagccaaa aaggggcatt ttcattaaga aaatacccct ttgacctggt gttattgagc 180 
4 3 tggagaagag acttgaactc tcaacctacg cattacaagt gcgttgcgct gccaattgcg 240 
4 5 ccactccagc accgcagatg ctgatgatca acaactacga atacgtatct tagcgtatgt 300 
4 7 gtacatcaca atggaattcg gggctagagt atctggtgaa ccgtgcataa acgacctgtg 360 
4 9 attggactct ttttccttgc aaaatgtttt ccagcgg atg ttg agt ttt gcg acc 415 
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Ala 


Ala 


Ala 


He 


Ala 


Ala 


Thr 


Ala 


283 






355 










360 










365 








285 


Val 


Gly 


Phe 


Thr 


Gly 


Gly 


Leu 


Leu 


Ala 


Arg 


Arg 


Phe 


Leu 


He 


Pro 


Pro 


286 




370 










375 










380 
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288 


Leu 


He 


Val 


Ala 


He 


Ala 


Gly 


He 


Thr 


Pro 


Met 


Leu 


Pro 


Gly 


Leu 


Ala 




289 


385 










390 










395 










400 




291 


He 


Tyr 


Arg 


Gly 


Met 


Tyr 


Ala 


Thr 


Leu 


Asn 


Asp 


Gin 


Thr 


Leu 


Met 


Gly 




292 










405 










410 










415 






294 


Phe 


Thr 


Asn 


He 


Ala 


Val 


Ala 


Leu 


Ala 


Thr 


Ala 


Ser 


Ser 


Leu 


Ala 


Ala 




295 








420 










425 










430 








297 


Gly Val 


Val 


Leu 


Gly 


Glu 


Trp 


He 


Ala 


Arg 


Arg 


Leu 


Arg 


Arg 


Pro 


Pro 




298 






435 










440 










445 










300 


Arg 


Phe 


Asn 


Pro 


Tyr 


Arg 


Ala 


Phe 


Thr 


Lys 


Ala 


Asn 


Glu 


Phe 


Ser 


Phe 




301 




450 










455 










460 












303 


Gin 


Glu 


Glu 


Ala 


Glu 


Gin 


Asn 


Gin 


Arg 


Arg 


Gin 


Arg 


Lys 


Arg 


Pro 


Lys 




304 


465 










470 










475 










480 




306 


Thr 


Asn 


Gin 


Arg 


Phe 


Gly 


Asn 


Lys 


Arg 


















307 










485 


























310 


<210> SEQ ID NO 


: 3 


























311 


<211> LENGTH: 1909 


























312 


<212> TYPE: 


DNA 




























313 


<213> ORGANISM: 


Corynebacterium 


glutamicum 














315 


<220> FEATURE: 




























316 


<221> NAME/KEY: 


CDS 


























317 


<222> LOCATION: 


(280) . . 


(1746) 




















318 


<223> OTHER 


INFORMATION 


: thrE-Gen 


















320 


<400> SEQUENCE: 


3 


























321 


agcttgcatg ( 


cctgcaggtc gaetctagag gatceeeece 


ctttgacetg ^ 


gtgttattga 


60 


323 


gctggagaag agacttgaac tctcaaccta cgcattacaa 


gtgcgttgcg 


ctgceaattg 


120 


325 


cgccactcca gcaccgcaga tgctgatgat caacaactac 


gaataegtat - 


cttagcgtat 


180 


327 


gtgtacatca ( 


caatggaatt eggggctaga gtatctggtg 


aaeegtgcat ^ 


aaacgaeetg 


240 


330 


tgattggact ctttttcctt gcaaaatgtt ttccagcgg atg ttg agt 


ttt gcg 


294 


331 






















Met Leu Ser : 


Phe Ala 




332 
























1 








5 




334 


acc 


ctt 


cgt 


ggc 


cgc 


att 


tea 


aca 


gtt 


gac 


get 


gca 


aaa 


gcc 


gca 


ect 


342 


335 


Thr 


Leu 


Arg 


Gly 


Arg 


He 


Ser 


Thr 


Val 


Asp 


Ala 


Ala 


Lys 


Ala 


Ala 


Pro 




336 










10 










15 










20 






338 


ccg 


cca 


teg 


cca 


eta 


gcc 


ccg 


att 


gat 


etc 


act 


gac 


cat 


agt 


caa 


gtg 


390 


339 


Pro 


Pro 


Ser 


Pro 


Leu 


Ala 


Pro 


He 


Asp 


Leu 


Thr 


Asp 


His 


Ser 


Gin 


Val 




340 








25 










30 










35 








342 


gcc 


ggt 


gtg 


atg 


aat 


ttg 


get 


gcg 


aga 


att 


ggc 


gat 


att 


ttg 


ctt 


tct 


438 


343 


Ala 


Gly 


Val 


Met 


Asn 


Leu 


Ala 


Ala 


Arg 


He 


Gly 


Asp 


He 


Leu 


Leu 


Ser 




344 






40 










45 










50 










346 


tea 


ggt 


acg 


tea 


aat 


agt 


gac 


acc 


aag 


gta 


caa 


gtt 


ega 


gca 


gtg 


acc 


486 


347 


Ser 


Gly 


Thr 


Ser 


Asn 


Ser 


Asp 


Thr 


Lys 


Val 


Gin 


Val 


Arg 


Ala 


Val 


Thr 




348 




55 










60 










65 












350 


tct 


gcg 


tac 


ggt 


ttg 


tac 


tac 


acg 


cac 


gtg 


gat 


ate 


acg 


ttg 


aat 


acg 


534 


351 


Ser 


Ala 


Tyr 


Gly 


Leu 


Tyr 


Tyr 


Thr 


His 


Val 


Asp 


He 


Thr 


Leu 


Asn 


Thr 




352 


70 










75 










80 










85 




354 


ate 


acc 


ate 


ttc 


ace 


aac 


ate 


ggt 


gtg 


gag 


agg 


aag 


atg 


ccg 


gte 


aac 


582 


355 


He 


Thr 


He 


Phe 


Thr 


Asn 


He 


Gly 


Val 


Glu 


Arg 


Lys 


Met 


Pro 


Val 


Asn 




356 










90 










95 










100 






358 


gtg 


ttt 


cat 


gtt 


gta 


ggc 


aag 


ttg 


gac 


acc 


aac 


ttc 


tec 


aaa 


Gtg 


tct 


630 
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